Identification of protein latent periodicities using recurrent correlation analysis.
Many large proteins have evolved by internal duplication and fusion. For proteins with internal structural symmetry, this means that their sequences should be made up of identical repeats. However, many of these repeat signals can only be seen at the structural level yet. We suggested a method of recurrent correlation analysis to detect the sequence repeats of proteins directly from their sequences. It showed that the internal repetitions of the representative proteins in six folds of mainly beta class could be identified directly at the sequence level.